Qr-Pro®technology: Quantifying Functional Spatial Biology
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QF-Pro® (Quantitative Function of Proteins) is a novel bio-imaging technology that spatially quantifies protein
function, such as protein-protein interactions and protein post-translational modifications in cells and fixed tissue
(FFPE) samples. QF-Pro® is based on a perfected and simplified version of the FRET/FLIM technology that has been
tailored for ease-of-use in biology labs. It comprises the bespoke Violet 3.0 imaging platform and a versatile reagents’

kit for FRET.

PrincipleofQF-Pro®technology: FRET/FLIM ImagingEasierThanEverBefore

“ High sensitivity - linear continuous spectroscopic signal
(lifetime) not based on intensity, and which does not saturate.
#“ High specificity - two-site detection assay operating within the
1-10nm distance range.

# Amplification of the signal - measurement of protein function
in FFPE tumour sample notoriously difficult to analyse by

N immunofluorescence.

h Easy to use reagent kits containing every needed to perform
QF-Pro® labelling.

®

LabellingFFPE-tissueorfixedcellswithyourown
primary antibodies and QF-Pro® secondary reagents
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Applications and validated biomarkers

Protein-Protein
.. Interaction States:
* pPD-1/PD-L1
# CTLA-4/CD80
# TIGIT/CD155
# LAG3/MHCII
# TIM-3/Gal9
# HER2/HER3
2 HER2/EGFR
2 PKB/PDKI

QF-Pro® predicts patient response to anti-PD-1/PD-L1 therapies

QF-Pro® not only enhances our
understanding of biological pathways and
protein functional states but also facilitates
the identification of new biomarkers at
single-cell resolution. Moreover, it enables
deep phenotypic profiling in both cell and
tissue models, providing early insights into
drug mechanism of action and facilitating
precise drug target engagement in tissues.
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Clinical Value*

*For predicting response to a-PD-1/PD-L1 therapies in NSCLC

Acquisitionand analysiswithViolet3.0. software

Spatialproteindistributionand lifetimemap

Donor protein Lifetime map

Post-translational modifications:
2 Akt/PKB phosphorylation (pT308)
:» STAT3 phosphorylation (pS727 or

pY705) PD-1 phosphorylation
2 (PY248)

Translational Research:

# ADC/Target Interaction
# Protein Functional Dynamics
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@ D-Mark 1.800.784.7485 orders@dmarkbio.com www.dmarkbio.com



mailto:orders@dmarkbio.com
http://www.dmarkbio.com/

