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Product Information

pVQAd RSV K-NpA Shuttle Plasmid

Overview

This shuttle plasmid contains the Rous Sarcoma Virus LTR. Expression levels are very high in most tissues and
this promoter is an alternative to the CMV promoter. The multiple cloning site contains 10 unique restriction
sites to facilitate subcloning you cDNA of interest.
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pVQAd RSV K-N pA
6081 bp

Sequence

1 AATTAATTAA GCTAGCATCA TCAATAATAT ACCTTATTTT GGATTGAAGC
51 CAATATGATA ATGAGGGGGT GGAGTTTGTG ACGTGGCGCG GGGCGTGGGA



101 ACGGGGCGGG TGACGTAGTA GTGTGGCGGA AGTGTGATGT TGCAAGTGTG
151 GCGGAACACA TGTAAGCGAC GGATGTGGCA AAAGTGACGT TTTTGGTGTG
201 CGCCGGTGTA CACAGGAAGT GACAATTTTC GCGCGGTTTT AGGCGGATGT
251 TGTAGTAAAT TTGGGCGTAA CCGAGTAAGA TTTGGCCATT TTCGCGGGAA
301 AACTGAATAA GAGGAAGTGA AATCTGAATA ATTTTGTGTT ACTCATAGCG
351 CGTAATATTT GTCTAGGGAG ATCTGCGATG TACGGGCCAG ATATACGCGT
401 ATCTGAGGGG ACTAGGGTGT GTTTAGGCGA AAAGCGGGGC TTCGGTTGTA
451 CGCGGTTAGG AGTCCCCTCA GGATATAGTA GTTTCGCTTT TGCATAGGGA
501 GGGGGAAATG TAGTCTTATG CAATACTCTT GTAGTCTTGC AACATGGTAA
551 CGATGAGTTA GCAACATGCC TTACAAGGAG AGAAAAAGCA CCGTGCATGC
601 CGATTGGTGG AAGTAAGGTG GTACGATCGT GCCTTATTAG GAAGGCAACA
651 GACGGGTCTG ACATGGATTG GACGAACCAC TGAATTCCGC ATTGCAGAGA
701 TATTGTATTT AAGTGCCTAG CTCGATACAA TAAACGCCAT TTGACCATTC
751 ACCACATTGG TGTGCACCTC CAAGCTGGTA CCGTTTAAAC TCGAGGTCGA
801 CGGTATCGAT AAGCTTGATA TCGAATTCCT GCAGCCCGGG GGATCCACTA
851 GTTCTAGAGC GGCCGCCACC GCGGGGAGAT CCAGACATGA TAAGATACAT
901 TGATGAGTTT GGACAAACCA CAACTAGAAT GCAGTGAAAA AAATGCTTTA
951 TTTGTGAAAT TTGTGATGCT ATTGCTTTAT TTGTAACCAT TATAAGCTGC
1001 AATAAACAAG TTAACAACAA CAATTGCATT CATTTTATGT TTCAGGTTCA
1051 SGGGGAGGTG TGGGAGGTTT TTTAAAGCAA GTAAAACCTC TACAAATGTG
1101 GTATGGCTGA TTATGATCCC GGCTGCCTCG CGCGTTTCGG TGATGACGGT
1151 GAAAACCTCT TGACACATGC AGCTCCCGGA GACGGTCACA GCTTGTCTGT
1201 AAGCGGATGC CGGGAGCAGA CAAGCCCGTC AGGGCGCGTC AGCGGGTGTT
1251 GGCGGGTGTC GGGGCGCAGC CATGAGGTCG ACTCTAGTCC CCGCGGTGGC
1301 AGATCTGGAA GGTGCTGAGG TACGATGAGA CCCGCACCAG GTGCAGACCC
1351 TGCGAGTGTG GCGGTAAACA TATTAGGAAC CAGCCTGTGA TGCTGGATGT
1401 GACCGAGGAG CTGAGGCCCG ATCACTTGGT GCTGGCCTGC ACCCGCGCTG
1451 AGTTTGGCTC TAGCGATGAA GATACAGATT GAGGTACTGA AATGTGTGGG
1501 CGTGGCTTAA GGGTGGGAAA GAATATATAA GGTGGGGGTC TTATGTAGTT
1551 TTGTATCTGT TTTGCAGCAG CCGCCGCCGC CATGAGCACC AACTCGTTTG
1601 ATGGAAGCAT TGTGAGCTCA TATTTGACAA CGCGCATGCC CCCATGGGCC
1651 GGGGTGCGTC AGAATGTGAT GGGCTCCAGC ATTGATGGTC GCCCCGTCCT
1701 GCCCGCAAAC TCTACTACCT TGACCTACGA GACCGTGTCT GGAACGCCGT
1751 TGGAGACTGC AGCCTCCGCC GCCGCTTCAG CCGCTGCAGC CACCGCCCGC
1801 GGGATTGTGA CTGACTTTGC TTTCCTGAGC CCGCTTGCAA GCAGTGCAGC
1851 TTCCCGTTCA TCCGCCCGCG ATGACAAGTT GACGGCTCTT TTGGCACAAT
1901 TGGATTCTTT GACCCGGGAA CTTAATGTCG TTTCTCAGCA GCTGTTGGAT
1951 CTGCGCCAGC AGGTTTCTGC CCTGAAGGCT TCCTCCCCTC CCAATGCGGT
2001 TTAAAACATA AATAAAAAAC CAGACTCTGT TTGGATTTGG ATCAAGCAAG
2051 TGTCTTGCTG TCTTTATTTA GGGGTTTTGC GCGCGCGGTA GGCCCGGGAC
2101 CAGCGGTCTC GGTCGTTGAG GGTCCTGTGT ATTTTTTCCA GGACGTGGTA
2151 AAGGTGACTC TGGATGTTCA GATACATGGG CATAAGCCCG TCTCTGGGGT
2201 GGAGGTAGCA CCACTGCAGA GCTTCATGCT GCGGGGTGGT GTTGTAGATG
2251 ATCCAGTCGT AGCAGGAGCG CTGGGCGTGG TGCCTAAAAA TGTCTTTCAG
2301 TAGCAAGCTG ATTGCCAGGG GCAGGCCCTT GGTGTAAGTG TTTACAAAGC
2351 GGTTAAGCTG GGATGGGTGC ATACGTGGGG ATATGAGATG CATCTTGGAC
2401 TGTATTTTTA GGTTGGCTAT GTTCCCAGCC ATATCCCTCC GGGGATTCAT
2451 GTTGTGCAGA ACCACCAGCA CAGTGTATCC GGTGCACTTG GGAAATTTGT
2501 CATGTAGCTT AGAAGGAAAT GCGTGGAAGA ACTTGGAGAC GCCCTTGTGA
2551 CCTCCAAGAT TTTCCATGCA TTCGTCCATA ATGATGGCAA TGGGCCCACG
2601 GGCGGCGGCC TGGGCGAAGA TATTTCTGGG ATCACTAACG TCATAGTTGT
2651 GTTCCAGGAT GAGATCGTCA TAGGCCATTT TTACAAAGCG CGGGCGGAGG
2701 GTGCCAGACT GCGGTATAAT GGTTCCATCC GGCCCAGGGG CGTAGTTACC
2751 CTCACAGATT TGCATTTCCC ACGCTTTGAG TTCAGATGGG GGGATCATGT
2801 CTACCTGCGG GGCGATGAAG AAAACGGTTT CCGGGGTAGG GGAGATCAGC
2851 TGGGAAGAAA GCAGGTTCCT GAGCAGCTGC GACTTACCGC AGCCGGTGGG
2901 CCCGTAAATC ACACCTATTA CCGGGTGCAA CTGGTAGTTA AGAGAGCTGC
2951 AGCTGCCGTC ATCCCTGAGC AGGGGGGCCA CTTCGTTAAG CATGTCCCTG



3001 ACTCGCATGT TTTCCCTGAC CAAATCCGCC AGAAGGCGCT CGCCGCCCAG
3051 CGATAGCAGT TCTTGCAAGG AAGCAAAGTT TTTCAACGGT TTGAGACCGT
3101 CCGCCGTAGG CATGCTTTTG AGCGTTTGAC CAAGCAGTTC CAGGCGGTCC
3151 CACAGCTCGG TCACCTGCTC TACGGCATCT CGATCCAGCA TATCTCCTCG
3201 TTTCGCGGGT TGGGGCGGCT TTCGCTGTAC GGCAGTAGTC GGTGCTCGTC
3251 CAGACGGGCC AGGGTCATGT CTTTCCACGG GCGCAGGGTC CTCGTCAGCG
3301 TAGTCTGGGT CACGGTGAAG GGGTGCGCTC CGGGCTGCGC GCTGGCCAGG
3351 GTGCGCTTGA GGCTGGTCCT GCTGGTGCTG AAGCGCTGCC GGTCTTCGCC
3401 CTGCGCGTCG GCCAGGTAGC ATTTGACCAT GGTGTCATAG TCCAGCCCCT
3451 CCGCGGCGTG GCCCTTGGCG CGCAGCTTGC CCTTGGAGGA GGCGCCGCAC
3501 GAGGGGCAGT GCAGACTTTT GAGGGCGTAG AGCTTGGGCG CGAGAAATAC
3551 CGATTCCGGG GAGTAGGCAT CCGCGCCGCA GGCCCCGCAG ACGGTCTCGC
3601 ATTCCACGAG CCAGGTGAGC TCTGGCCGTT CGGGGTCAAA AACCAGGTTT
3651 CCCCCATGCT TTTTGATGCG TTTCTTACCT CTGGTTTCCA TGAGCCGGTG
3701 TCCACGCTCG GTGACGAAAA GGCTGTCCGT GTCCCCGTAT ACAGACTTGA
3751 GAGGCCTGTC CTCGACCGAT GCCCTTGAGA GCCTTCAACC CAGTCAGCTC
3801 CTTCCGGTGG GCGCGGGGCA TGACTATCGT CGCCGCACTT ATGACTGTCT
3851 TCTTTATCAT GCAACTCGTA GGACAGGTGC CGGCAGCGCT CTGGGTCATT
3901 TTCGGCGAGG ACCGCTTTCG CTGGAGCGCG ACGATGATCG GCCTGTCGCT
3951 TGCGGTATTC GGAATCTTGC ACGCCCTCGC TCAAGCCTTC GTCACTGGTC
4001 CCGCCACCAA ACGTTTCGGC GAGAAGCAGG CCATTATCGC CGGCATGGCG
4051 GCCGACGCGC TGGGCTACGT CTTGCTGGCG TTCGCGACGC GAGGCTGGAT
4101 GGCCTTCCCC ATTATGATTC TTCTCGCTTC CGGCGGCATC GGGATGCCCG
4151 CGTTGCAGGC CATGCTGTCC AGGCAGGTAG ATGACGACCA TCAGGGACAG
4201 CTTCAAGGCC AGCAAAAGGC CAGGAACCGT AAAAAGGCCG CGTTGCTGGC
4251 GTTTTTCCAT AGGCTCCGCC CCCCTGACGA GCATCACAAA AATCGACGCT
4301 CAAGTCAGAG GTGGCGAAAC CCGACAGGAC TATAAAGATA CCAGGCGTTT
4351 CCCCCTGGAA GCTCCCTCGT GCGCTCTCCT GTTCCGACCC TGCCGCTTAC
4401 CGGATACCTG TCCGCCTTTC TCCCTTCGGG AAGCGTGGCG CTTTCTCATA
4451 GCTCACGCTG TAGGTATCTC AGTTCGGTGT AGGTCGTTCG CTCCAAGCTG
4501 GGCTGTGTGC ACGAACCCCC CGTTCAGCCC GACCGCTGCG CCTTATCCGG
4551 TAACTATCGT CTTGAGTCCA ACCCGGTAAG ACACGACTTA TCGCCACTGG
4601 CAGCAGCCAC TGGTAACAGG ATTAGCAGAG CGAGGTATGT AGGCGGTGCT
4651 ACAGAGTTCT TGAAGTGGTG GCCTAACTAC GGCTACACTA GAAGGACAGT
4701 ATTTGGTATC TGCGCTCTGC TGAAGCCAGT TACCTTCGGA AAAAGAGTTG
4751 GTAGCTCTTG ATCCGGCAAA CAAACCACCG CTGGTAGCGG TGGTTTTTTT
4801 GTTTGCAAGC AGCAGATTAC GCGCAGAAAA AAAGGATCTC AAGAAGATCC
4851 TTTGATCTTT TCTACGGGGT CTGACGCTCA GTGGAACGAA AACTCACGTT
4901 AAGGGATTTT GGTCATGAGA TTATCAAAAA GGATCTTCAC CTAGATCCTT
4951 TTAAATTAAA AATGAAGTTT TAAATCAATC TAAAGTATAT ATGAGTAAAC
5001 TTGGTCTGAC AGTTACCAAT GCTTAATCAG TGAGGCACCT ATCTCAGCGA
5051 TCTGTCTATT TCGTTCATCC ATAGTTGCCT GACTCCCCGT CGTGTAGATA
5101 ACTACGATAC GGGAGGGCTT ACCATCTGGC CCCAGTGCTG CAATGATACC
5151 GCGAGACCCA CGCTCACCGG CTCCAGATTT ATCAGCAATA AACCAGCCAG
5201 CCGGAAGGGC CGAGCGCAGA AGTGGTCCTG CAACTTTATC CGCCTCCATC
5251 CAGTCTATTA ATTGTTGCCG GGAAGCTAGA GTAAGTAGTT CGCCAGTTAA
5301 TAGTTTGCGC AACGTTGTTG CCATTGCTGC AGGCATCGTG GTGTCACGCT
5351 CGTCGTTTGG TATGGCTTCA TTCAGCTCCG GTTCCCAACG ATCAAGGCGA
5401 GTTACATGAT CCCCCATGTT GTGCAAAAAA GCGGTTAGCT CCTTCGGTCC
5451 TCCGATCGTT GTCAGAAGTA AGTTGGCCGC AGTGTTATCA CTCATGGTTA
5501 TGGCAGCACT GCATAATTCT CTTACTGTCA TGCCATCCGT AAGATGCTTT
5551 TCTGTGACTG GTGAGTACTC AACCAAGTCA TTCTGAGAAT AGTGTATGCG
5601 GCGACCGAGT TGCTCTTGCC CGGCGTCAAC ACGGGATAAT ACCGCGCCAC
5651 ATAGCAGAAC TTTAAAAGTG CTCATCATTG GAAAACGTTC TTCGGGGCGA
5701 AAACTCTCAA GGATCTTACC GCTGTTGAGA TCCAGTTCGA TGTAACCCAC
5751 TCGTGCACCC AACTGATCTT CAGCATCTTT TACTTTCACC AGCGTTTCTG
5801 GGTGAGCAAA AACAGGAAGG CAAAATGCCG CAAAAAAGGG AATAAGGGCG
5851 ACACGGAAAT GTTGAATACT CATACTCTTC CTTTTTCAAT ATTATTGAAG



5901 CATTTATCAG GGTTATTGTC TCATGAGCGG ATACATATTT GAATGTATTT
5951 AGAAAAATAA ACAAATAGGG GTTCCGCGCA CATTTCCCCG AAAAGTGCCA
6001 CCTGACGTCT AAGAAACCAT TATTATCATG ACATTAACCT ATAAAAATAG
6051 GCGTATCACG AGGCCCTTTC GTCTTCAAGA A



