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Figure 2 

protein (GFP) sequence were transduced into cells stably expressing GFP. Four 
variants of each sgRNA were used: the “wild type” (wt) sequence, a variant with 
an AT inversion that eliminates a transcription termination site, a variant with 
an insertion (HE) that elongates and stabilizes a stem-loop structure, and 

expression 6 days after transduction was assayed. In most cases, all three 

standard wt version.

Figure 1 

Gene functional analysis. 
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