TwisT Clinically Relevant Mutations

Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC
to ensure that important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically
relevant mutations represent actionable mutations that occur in solid tumors based on review of the scientific literature.
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to ensure that important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically
relevant mutations represent actionable mutations that occur in solid tumors based on review of the scientific literature.
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Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC
to ensure that important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically
relevant mutations represent actionable mutations that occur in solid tumors based on review of the scientific literature.
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Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC
to ensure that important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically
relevant mutations represent actionable mutations that occur in solid tumors based on review of the scientific literature.

NF2 R341* COSM21990 chr22 29671847 chr22 30067836 C T Clinically relevant |Single-base substitution
NF2 E445Gfs*9 COSM22271 chr22 29673477 chr22 30069466 CAGAG C Clinically relevant |Medium Deletion
KDM6A K1097Sfs*6 COSM7211707 chrX 45083464 chrx 44942709 AAGTT A Clinically relevant |Medium Deletion

ARAF S214C COSM5044705 chrX 47566722 chrX 47426121 (o} G Clinically relevant |Single-base substitution
KDM5C D1407Tfs*5 COSM1161909 chrX 53193534 chrX 53222716 TC T Clinically relevant |Short Deletion

AR Wr42C COSM5944171 chrX 67717530 chrX 66937372 G C Clinically relevant |Single-base substitution
AR T878A COSM236693 chrX 67723710 chrX 66943552 A G Clinically relevant |Single-base substitution
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Panel-wide Mutations

Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.
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Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.
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Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.
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important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.
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Panel-wide Mutations

Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.
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Long Deletion
Single-base substitution
Single-base substitution
Long Deletion
Short Deletion
Single-base substitution
Single-base substitution
Long Deletion
Long Insertion
Long Insertion
Medium Insertion
Medium Insertion
Long Insertion
Long Deletion
Long Deletion
Long Deletion
Medium Deletion
Medium Deletion
Short Insertion
Long Deletion
Complex

Long Deletion
Medium Deletion
Complex

Medium Insertion
Long Deletion
Long Deletion
Medium Deletion
Long Deletion
Medium Deletion
Medium Deletion
Short Deletion
Short Deletion
Long Deletion
Long Deletion
Medium Deletion
Short Deletion
Medium Deletion
Medium Insertion
Medium Insertion
Complex

Medium Deletion
Medium Deletion
Long Deletion
Medium Deletion
Short Deletion
Medium Deletion
Long Deletion
Single-base substitution
Short Deletion
Complex

Short Deletion
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Twis T Panel-wide Mutations

Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.

ATM COSM7343670
ATM COSM21644
ATM COSM6933908
ATM COSM758343
ATM COSM6977654
ATM COSM6986181
ATM COSM6853938
ATM COSM6936524
ATM COSM4745907
ATM COSM6853895
ATM COSM6986871
ATM COSM200673
ATM ATM_exon_57_indel
ATM COSM6854263
ATM COSM22484
ATM COSM6933059
ATM COSM6930780
ATM COSM3733420
AKT1 COSM5044338
AKT1 COSM6966503
AKT1 COSM5020215
AKT1 COSM7345039
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AKT1 COSM6924152
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ERBB2 COSM6961097
ERBB2 COSM9110847
ERBB2 COSM9494227
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Single-base substitution
Medium Deletion

Short Deletion

Long Deletion

Medium Deletion
Medium Deletion

Short Insertion

Short Insertion

Medium Deletion

Short Deletion

Long Deletion
Single-base substitution
Long Deletion

Short Insertion

Medium Deletion

Long Deletion

Medium Deletion
Medium Deletion
Single-base substitution
Single-base substitution
Single-base substitution
Short Insertion

Short Deletion
Single-base substitution
Single-base substitution
Single-base substitution
Short Insertion

Short Insertion
Single-base substitution
Single-base substitution
Long Deletion

Medium Deletion
Single-base substitution
Single-base substitution
Short Deletion
Single-base substitution
Medium Deletion
Single-base substitution
Medium Deletion
Single-base substitution
Long Deletion

Short Deletion

Medium Deletion

Short Deletion
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Long Deletion

Medium Insertion
Medium Insertion
Single-base substitution
Short Deletion
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Panel-wide Mutations
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Position (POS) identification is based on 1-indexed. Insertions and deletions are categorized as short (1 bp), medium (2-5 bp), and long (greater than 6 bp). Panel-wide mutations are selected arbitrarily from COSMIC to ensure that
important genes have a wide variety of variants but are not necessarily clinically relevant in cancers. These mutations are intended for variant-calling and troubleshooting capture applications. Clinically relevant mutations represent
actionable mutations that occur in solid tumors based on review of the scientific literature.

GENE MUTATION ID CHROM (hg38) POS (hg38) CHROM (hg19) POS (hg19) REFERENCE SEQUENCE ALTERNATE SEQUENCE VARIANT TYPE VARIANT CATEGORY
GNAS COSM9277149 chr20 58854492 chr20 57429547 AGATCCCGACTCCGGGACAGCACCAGCC A Panel-wide Long Deletion

GNAS COSM6939725 chr20 58891769 chr20 57466824 G T Panel-wide Single-base substitution
GNAS COSM6965756 chr20 58895644 chr20 57470699 A G Panel-wide Single-base substitution
GNAS COSM9312081 chr20 58898948 chr20 57474003 G A Panel-wide Single-base substitution
GNAS GNAS_exon_5_substitution chr20 58903752 chr20 57478807 (03 A Panel-wide Single-base substitution
GNAS GNAS_exon_6_indel chr20 58905438 chr20 57480493 AC A Panel-wide Short Deletion

GNAS COSM6977578 chr20 58910048 chr20 57485103 C T Panel-wide Single-base substitution
GNAS COSM4485625 chr20 58910387 chr20 57485442 Cc T Panel-wide Single-base substitution
GNAS COSM6907299 chr20 58910782 chr20 57485837 C T Panel-wide Single-base substitution
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Twis 1 Structural Variants (hg38)
TPR-ALK chr1 186356038 - chr2 29224076
NCOA4-RET chr10 46011367 - chr10 43116069
EML4-ALK_1 chr2 42296683 + chr2 29223818
EML4-ALK 2 chr2 42274038 + chr2 29225363
EML4-ALK_3 chr2 42299216 + chr2 29224970
KIF5B-RET _1 chr10 32024671 - chr10 43115127
KIF5B-RET_2 chr10 32017898 - chr10 43116570
KIF5B-RET_3 chr10 32016769 - chr10 43111681
CCDC6-RET _1 chr10 59902925 - chr10 43116230
CCDC6-RET_2 chr10 59856492 - chr10 43115738
CCDC6-RET_3 chr10 59878855 - chr10 43114498
TMPRSS2-ERG_1 |[chr21 41500528 - chr21 38459803
TMPRSS2-ERG_2 |chr21 41498977 - chr21 38498962
TMPRSS2-ERG_3 |[chr21 41492788 - chr21 38454918
TMPRSS2-ERG 4 |chr21 41491739 - chr21 38504507
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Twis T Structural Variants (hg19)
TPR-ALK chr1 186325170 - chr2 29446942
NCOA4-RET chr10 51584453 + chr10 43611517
EML4-ALK 1 chr2 42523823 + chr2 29446684
EML4-ALK_2 chr2 42501178 + chr2 29448229
EML4-ALK 3 chr2 42526356 + chr2 29447836
KIF5B-RET _1 chr10 32313599 - chr10 43610575
KIF5B-RET_2 chr10 32306826 - chr10 43612018
KIF5B-RET_3 chr10 32305697 - chr10 43607129
CCDC6-RET _1 chr10 61662683 - chr10 43611678
CCDC6-RET_2 chr10 61616250 - chr10 43611186
CCDC6-RET_3 chr10 61638613 - chr10 43609946
TMPRSS2-ERG_1 chr21 42872455 - chr21 39831726
TMPRSS2-ERG_2 chr21 42870904 - chr21 39870886
TMPRSS2-ERG_3 chr21 42864715 - chr21 39826841
TMPRSS2-ERG_4 chr21 42863666 - chr21 39876431
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